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Supplementary Figure S1 

 

Figure S1. Phylogenomic tree based on TYGS results showing relationship between strain NIT-

TF6 and its related cluster of (a) Desulfitobacteriacea family (restricted query to the genomes). Leaf 

labels are annotated by affiliation to species and subspecies clusters, genomic G+C content, δ 

values, overall genome sequence length, number of proteins and kind of strain. 


